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Hb Caiman 8429 
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enzyme evolution 10228 
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lecithin headgroup structure NMR 6004 
phosphatidylserine crystn lithium 11377 
thickness ATPase alkane 1643 
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lutathione oxidn artifact 2115 
ydroxycholenoate metabolite 6155 
liver cholesterol formation 2438 
salt activated lipase kinetics 10198 
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evolution 9558 
Bilirubin 
interaction phospholipid liposome 4269 
DP glucuronosyltransferase arom hydro= 
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Binding 
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amine receptor vipoxin 13172 
Bisimidoester 
protein interaction site crosslinking 4193 
Bisphosphoglycerate 
synthase formation erythroid 7059 
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nucleus triiodothyronine receptor 5504 
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11716 
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copper complex oxidn redn 1514 
DNA strand scission mechanism 8608 
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Blood 
coagulation factor inhibition antithrombin 
correction of Vol 255 page 10073 8247 
coagulation factor V human 1002 
coagulation factor VII property 253 
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factor Va Xa platelet 743 
factor VII activation Xa 1625 
factor X VIIIa phospholipid 3433 
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platelet aggregation fibrinogen receptor 
917 

platelet arachidonate thrombin lysophos= 
phatidate 11984 

platelet cytoskeleton thrombin 6927 

platelet fibrinogen receptor 5696 

platelet fibronectin binding thrombin 
9477 

platelet glycosphingolipid thrombin 752 

platelet growth factor 8896 

platelet membrane electrophoresis 4095 

platelet myosin phosphorylation thrombin 
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platelet phospholipase A2 thrombin 1522 
platelet phospholipase calmodulin 12523 
platelet protein binding fluorosulfonylben= 
zoyl adenosine 7789 
platelet response thrombin receptor 9393 
platelet secretion ionophore 10449 
platelet thrombin —~ lysine 1763 
platelet tropomyosin 11004 
vessel collagen formation embryo 9640 
vessel procollage:. formation 13193 
vessel procollagen processing 2531 
Bohr 
effect Hb dimer 1199 
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fibroin gene organization 4033 
on 
peptide formation protease 1301 
one 
calcium vitamin D3 sulfate 823 
dihydroxyvitamin D3 receptor 5561 
hydroxyvitamin D3 metab 7738 
marrow bisphosphoglycerate synthase 
formation 7059 
marrow protein erythropoietin 12666 
noncollagenous protein embryo 10403 
osteocalcin peptide sequence chicken 
9944 
procollagen metab embryo 9640 
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protein vitamin K kidney 12760 
protein warfarin vitamin K 12754 
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ATPase mitochondria spore germination 
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Bradykinin 
arachidonate metab kidney 2329 


rain 

acetylcholine acetyl CoA 4919 

adenylate cyclase activation calmodulin 
9830 

adenylate cyclase activation lipid peroxidn 
3679 

adenylate cyclase stereochem 9118 

aminobutyrate aminotransferase coenzyme 
site 1101 

benzodiazepine receptor photoaffinity 
labeling 9838 

calmodulin $100 affinity chromatog 
12485 

carbonyl reductase human 1206 

cerebellum mRNA development 3550 

cyclic nucleotide phosphodiesterase subun= 
it 11345 11351 

embryo galactosylacetylglucosaminide 
sialyl transferase 3159 

estrogen induced protein component 
5741 

estrogen protein mRNA translation 23 

GABA transaminase substrate 11565 

ganglioside Tay Sachs disease 165 

glutamate decarboxylase level 1111 

glycerol phosphate dehydrogenase isoen= 
zyme 5162 

growth factor property 54 

long alc formation development 9542 

membrane binding Clostridium toxin 
2402 

metabolite oligosaccharidosis goat 5181 

microsome opiate receptor 10117 

microsome sialylgalactosyldiglyceride 
formation 12306 

monoamine oxidase multiple form phos= 
pholipid 9211 

myelin basic protein phosphorylation 
12243 

nucleoside diphosphate kinase 10769 

phosphodiesterase activation calmodulin 
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wa I phosphorylation site 
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proteoglycan glycoprotein 10529 
pyridoxal kinase mechanism 780 
renin zymogen 5572 
small RNA development 6663 
sodium transport synaptic vesicle 10084 
sphingomyelinase human 3884 
sulfolipid formation thyroid hormone 
1167 
synaptosome calcium transport 184 
thromboplastin 8324 
tryptophan tyrosine activator monooxyge= 
nase 5404 
tubulin tyrosine carboxypeptidase 7678 
Branched 
chain keto acid dehydrogenase 2618 
chain keto acid dehydrogenase liver 9009 
Brevoortia 
Hb carbonyl proton release 4551 
Bromocamphor 
interaction cytochrome P450 monooxyge= 
nase 5 
Bromodeoxyuridine 
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Bromoperoxidase 
Penicillus 11232 
Bromopropanon 
ketoacyl synthetase cr —" 8364 
Brush 
border intestine folate transport 4489 
border intestine Vibrio toxin 8724 
border kidney phosphate transport 1556 
border membrane intestine ATPase 
10651 
border proton chloride transport 11663 
border vesicle glycylproline transport 118 
Bungarotoxin 
binding cholinergic receptor 3605 
binding cholinergic receptor Torpedo 
8294 
Bungarus 
venom NAD glycohydrolase 3647 
Butyrate 
ee n formation tumor cell 6529 
istone nuc!cus protein 9612 
Butyryl 
CoA detn dehydrogenase 1616 
Butyrylphospnatidylethanolamine 
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reactive protein limulin immunochem 
type virus DNA polymerase polyamine 
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inhibition coupling factor B mitochondria 
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metallothionein liver toxicity 1263 
metallothionein messenger RNA liver 
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metallothionein mRNA formation 2621 
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Caerulein 
PGE2 formation phosphatidylinositol 
pancreas 844 
Caiman 
Hb carbon dioxide 8429 
Calcification 
cartilage matrix vesicle 12607 
vitamin K protein development 3781 
Calcineurin 
inhibition cyclic nucleotide phosphodiest 
erase cAMP 4439 
Calcitonin 
adenylate cyclase activation 12269 
precursor processing glycosylation 280: 
Calcium 
actin meromyosin ATP 12647 
activation phosphorylase kinase 11058 
apoconcanavalin A assocn thermodn 
ATP ATPase erythrocyte substrate 1587 
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lum 29 
ATPase corpus luteum membrane 1269 
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ATPase inhibitor inactivation 10203 
“oe kinetics sarcoplasmic reticulum 


6140 
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binding alpha lactalbumin 8582 
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calmodulin myosin Limulus phosphoryla 
tion 9274 
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intestine dihydroxyvitamin D3 3848 
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ionophore platelet membrane 10449 
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metab vitamin D3 sulfate 823 
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pancreas phorbol ester 12040 

permeability mitochondria ischemia 3199 

phosphodiesterase regulation calmodulin 


phospholipid membrane fusion synexin 


KEYWORD INDEX 


3641 
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transport erythrocyte membrane anion 

transport erythrocyte membrane calmodu= 
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hate 415 
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erase 11434 
Dictyostelium 3598 
eye rod outer segment 12517 
histone phosphatase calcium 1846 
interaction myosin kinase 8183 
interaction myosin kinase fluorescence 
12194 
interaction phosphodiesterase calcineurin 
cAMP 4439 
myosin kinase phosphorylation site 3178 
Octopus myosin kinase 15 
phosphodiesterase activator Limulus 
4968 
Tetrahymena 19 
tubulin polymn calcium 11216 
vasopressin adenylate cyclase 9796 
alorimetry 
differential scanning aspartate transami= 
nase 4478 
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11503 
Yalsequestrin 
phosphorylation casein kinase 11958 
cAMP 
alk phosphatase induction 1396 1404 
aminolevulinate synthase induction 
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binding membrane receptor Dictyostelium 
10050 
corpus luteum LH 10390 
cyclic nucleotide phosphodiesterase inhibi= 
tion calcineurin 4439 
formation protein PGE1 6573 
formation vasopressin receptor 3423 
FSH ovary granulosa 10628 
galactose operon promoter Escherichia 
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glyceride metab liver 11724 
heart islet activating protein 2856 
Leydig tumor choriogonadotropin 11420 
lymphoma serum hormone 8422 
ovary LHRH 34 
pancreas VIP 11025 
phosphatidylcholine formation hepatocyte 
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phosphodiesterase liver insulin 8531 
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regulation lactate dehydrogenase 12545 

resistant CHO protein kinase 926 

ribosome protein S6 HeLa 583 

site protein kinase function 78/1 

sperm acrosome reaction 620 
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mammary estrogen receptor insulin 3637 
mammary tamoxifen resistance 5016 
Candida 
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binding protein antibody virus 4138 
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mRNA translation restoring complex 
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Capsule 
lipid polysaccharide Neisseria 8915 
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Carbamoylphosphate 
synthetase inuibition calcium 3443 
Carbamyl 
phosphate synthetase ectivation UMP 
dialdehyde 5977 
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synthetase regulation liver 11160 
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Carbohydrate 
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———- processing regulation 13180 
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transferrin iron mechanism 12034 
Carbonic 
anhydrase inhibition copper 9466 
anhydrase isoenzyme proteolysis chymo= 
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Carcinogenicity 
cytochrome P450 epoxide hydrolase 6359 
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mammary fluorouracil RNA cytotoxicity 
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cytochrome P450 cholesterol cleavage 
7 7 
electron transfer mitochondria 1874 
Cardiotoxin 
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palmitoyltransferase kinetics substrate 
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synthetase 11826 
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heparan sulfate sulfation tumorigenicity 
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cose 7774 
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aggregation 5845 
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membrane transport methotrexate resis= 
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mutant mannose phosphate receptor 
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reovirus infected mRNA translation 
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Clostridium toxin metzb 7014 
Ceruloplasmin 

oligosaccharide chain !283 


ervix 
mucin 11895 





13266 
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inhibition ATPase 1786 
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hydrolysis phosphodiesterase mechanism 
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protein kinase autophosphorylation lung 
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protein kinase histone cAMP 994 
protein kinase kinetics cerebellum 3494 
protein kinase substrate cerebellum 3487 
Channel 
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peptide neutrophil activation kinetics 
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Chemotaxis 
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tion 10826 
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embryo lectin myotube formation 8069 
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rho globin peptide sequence 5524 
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threonine dehydrogenase liver 12367 
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synthetase Artemia microsome 1412 
Chlamydomonas 
chlorophyll protein complex 9300 
photosystem I reaction center 11624 
Chlorella 
nitrate reductase demolybdo deriv 11527 
11532 
nitrate reductase kinetics 12725 
Chloride 
Hb subunit equil 1199 
transport brush border proton 11663 
Chlorine 
dioxide reaction chloroperoxidase 6034 
Chlorite 
reaction chloroperoxidase 6034 
Chloroadenosine 
tyrosine monooxygenase pheochromocyto= 
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Chloroperoxidase 
reaction chlorite chlorine dioxide 6034 
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formation mRNA phosphoenolpyruvate 
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coupling factor ATPase regulation 212 
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— structure pea 11873 
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cAMP resistant protein kinase 926 
cell amino acid transport 5422 10259 
fibroblast hybrid ribosome 9406 
hydroxymethylglutaryl CoA reductase 
lipoprotein 6304 
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lipid oligosaccharide formation glucose 
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CoA reductase 6762 

mutant cAMP protein phosphorylation 
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mutant phosphatidylethanolamine forma= 
tion 7687 
Cholate 
cholinergic receptor stabilization 4377 
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ADP ribosylation fibroblast protein 4895 
Cholestanetriol 

hydroxylase cytochrome P450 4345 
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oleate lipoprotein organization 4286 
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oxidn enzyme liver microsome 3376 
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acyltransferase acceptor protein 2102 

adrenodoxin interaction cytochrome P450 
4321 

binding cytochrome P450scc polylysine 
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cleavage adrenal ACTH 7000 
cleavage cytochrome P450 cardiolipin 
4757 


cytochrome P450 redox potential 343 
diet mevalonate metab liver 6170 
dolichol formation sperm differentiation 
7150 
dolichol spleen erythropoiesis 2371 
ester core organization lipoprotein 170 
ester transfer protein inhibitor 11992 
esterase inhibition lecithin 3017 
esterase macrophage protein kinase 
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esterification sterol carrier protein 2993 
formation bile liver 2438 
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formation regulation cytoplast 2675 
hydroxymethylglutary!l CoA reductase 
testis 12719 
interaction lipid protein 1160 
lecithin interaction triolein 6714 
lipoprotein transport adrenal 7362 
liver hydroxymethylglutaryl CoA reductase 
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Mycoplasma fatty acid uptake 87 
release fibroblast lipoprotein 8348 
sidechain cleavage cytochrome P450 spe= 
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transmembrane movement !iposome 586 
transmembrane transport erythrocyte 
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transport skin fibroblast lipoprotein 4978 
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ester lipoprotein order 5332 
ester mobility lipoprotein 5340 
parinarate lipoprotein organization 4286 
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transport mechanism erythrocyte 5410 
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dipalmitoylphosphatidylcholine dipalmi= 
toylglycerol 12662 
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adrenergic nerve nonneuronal conditioning 
4063 

differentiation factor sympathetic neuron 
3447 


receptor bungarotoxin binding 3605 

receptor heart embryo 6395 

receptor stabilization lipid cholate 4377 

——- synaptic membrane domain 
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receptor Torpedo bungarotoxin binding 
8294 


system surfactant secretion lung 66 
Cholinesterase 
Stephanurus 9316 
Chondrocyte 
collagen formation virus 9111 
collagen mRNA bromodeoxyuridine 7695 
matrix vesicle embryo 12607 
proteoglycan core protein precursor 7890 
— dermatan sulfate hyaluronate 
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proteoglycan formation 2053 
proteoglycan formation polydispersity 
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proteoglycan formation protein 4368 

proteoglycan insulin somatomedin 2045 

proteoglycan sulfate senescence 1029 

Chondroitin 

sulfate cartilage embryo 1029 

sulfate complement Clq inhibitor 7383 

sulfate formation microsome 7202 

sulfate formation terminal sulfotransferase 
5443 
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sulfate proteoglycan monoclonal antibody 
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Chondrosarcoma 
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proteoglycan formation polydispersity 
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Chorioallantoic 
membrane dihydroxyvitamin D3 receptor 
5545 


Choriocarcinoma 
chorionic gonadotropin subunit 5189 
Choriogonadotropin 
Leydig tumor cAMP progesterone 11420 
Chorion 
silkmoth pyrrolidonecarboxylate formation 
protein 6444 
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gonadotropin disulfide location 6587 
gonadotropin prepeptide sequence 1816 
gonadotropin subunit choriocarcinoma 
5189 
gonadotropin subunit formation placenta 


somatomammotropin purifn crystn 7042 
Chromaffin 
granule amine transport pH 6541 
granule catecholamine transport 1229 
granule dopamine monooxygenase topog 
12310 
membrane amine transport proton 5773 
Chromate 
DNA crosslink liver kidney 3623 
Chromatin 
See also Nucleohistone 
DNA SV40 virus replication 8821 
fractionation compn thymus 12574 
histone H1 reassocn 8249 
histone H2a variant organization 6837 
protein erythrocyte Rana 10577 
protein liver testis trout 7549 
protein phosphorylation casein kinase 
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some 11880 

replication histone deposition 5095 
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Chromatium 
ferredoxin peptide sequence 731 
Chromatog 
adrenergic receptor purifn 5820 
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affinity antibody transhydrogenase 1888 
affinity calcium binding protein 12485 
affinity dihydrofolate reductase 10169 
affinity glycoprotein membrane 4947 
affinity hypoxanthine guanine phosphori= 
bosyltransferase 10306 
affinity lipoprotein lipase 10550 
affinity protein iminobiotin 761 
affinity thyroid hormone receptor 12088 
12094 
anion exchange troponin complex 5071 
dye affinity protein 10993 
gene recA protein 4676 
glucocorticosteroid receptor molybdate 
94u1 
immunoaffinity mRNA 1495 
Chromatography 
See also Affinity chromatography 
Chromatophore 
protein Khodopseudomonas intracyto= 
plasmic membrane 5909 
Chromium 
arylazidoalany! ATP ATPase photoinacti= 
vation 3231 
arylazidoalanyl ATP inactivation ATPase 
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nucleotide binding ATPase 6617 
Chylomicron 
lymph diet fat 12992 
remnant cholesterol formation 3037 
remnant metab liver nonparenchyma 
7454 
remnant transport fibroblast 425 
Chymase 
fibronectin degrdn 471 
Chymotrypsin 
binding site macroglobulin 547 
carbonic anhydrase isoenzyme proteolysis 
1330 
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